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Figure S1. Linear correlations between *In-exendin-3 uptake and BCM. A, Correlation of

SPECT data (kBq) with gamma-counter analysis (%ID, percentage of injected dose) of separate

pancreatic lobes (r°=0.85, p=5.55x10"%) (n=15). B and C, graphs showing total pancreatic

uptake of **In-exendin-3 (SPECT) plotted against total BCM (histology) (r?=0.53, p=0.017) and

total pancreatic B-cell volume (OPT) (r?=0.81, p=0.0004) respectively (n=5).
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Figure S2. Alloxan treated rats display a significantly reduced uptake of **!In-exendin-3. A,
The Graph illustrates the pancreatic uptake of radioactivity normalized by the weight of the
pancreas (%ID/g, percentage of injected dose per gram) of healthy control animals and alloxan
treated animals as measured by gamma-counter. B, Two-way dependent correlation coefficients
comparison (SPECT-OPT r?=0.77, SPECT-histology r°=0.52; n=30) reveals significant
differences between SPECT-OPT and SPECT-histology correlations (p<0.001). ANCOVA
analysis reveals no significant differences between SPECT-OPT and SPECT-histology linear
regression slopes (p=0.82). Data are expressed in relation to (%) the highest BCM value

measured in a lobe by the corresponding modality.



